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Hs.666896
HMGB4
HSF5
MARCH10
CCDC42
Clorf223
SPATAS8
SPACA4
Cl6orf82
Hs.432394
ZDHHC19
LOC348120
C200rf79
LOC100329135
TPPP2
SPATA4
POM121L10P
Hs.662423
IMP5
LYPD4
PRSS54
MS4AGE
C150rf55
TSPYL6
LOC780529
LELP1
BOD1P
RNF133
C2orf84
C130rf28
LOC254312



PLCZ1
LOC728460
LOC100131928
ZPBP2
ADAD1
TBC1D21
Hs.636150
COX8C
IQCF5
Cl4o0rf148
TMEM31
LOC285827
Hs.112596
RNASE11
Hs.517091
C4orf35
C220rf33
Hs.535454
Hs.662336
C6orf201
Hs.98945
PRM3
NUP210L
Hs.655296
HDGFL1
Hs.535746
C200rf173
GALNTLS
DEFB129
C100rf82
LOC729461
LOC100134040
LOC645355
ROPN1
LOC613126
PRNT
Hs.116324
GMCL1L
H2BFM
LOC732275
LOC494558
Hs.666913
RNF151
IQCF2
DMRTC2
IQCF3
CAPZA3
BOLL
UBQLNL
Cl12o0rf12



Hs.86761
Hs.446169
Hs.369473
DNAJB8
C2orf53
Hs.190267
ACTRT2
FLI46321
Hs.661446
LOC283480
LOC474358
Hs.551951
C6orf146
ODF3L2
Hs.585699
Hs.658502
Hs.181895
LOC100130700
Hs.149004
Hs.507924
HORMAD?2
SPATA12
Hs.121392
Hs.662283
C3orf22
ADAM®6
LOC338864
Hs.350698
Hs.659210
C2orf57
C120rf50
WBSCR28
LOC151658
Hs.98394
Hs.666920
Hs.666899
H1FNT
Hs.666888
Hs.603767
Hs.624137
Hs.603759
Hs.667736
DDI1
LOC151300
FAMA47C
TPD52L3
Cl70rf74
C160rf78
C10orf62
DMRTB1



SPATA3
Cl12orf54
C200rf71
HEATR7B2
FAMA47B
Hs.621235
C19orf41
LOC348761
BEYLA
Hs.122199
Hs.112680
FAM194A
Hs.125998
CDRT15
C150rf43
LOXHD1
LOC645733
C2orf51
SPATC1
HIST1H2BA
Hs.666891
Hs.666898
FLI25694
PAPOLB
FAM187B
LOC401351
FAM24A
ACTLS
C90rf144B
LOC643406
CC2D2B
SPACA3
FAMA47A
LOC340178
KCTD19
C3orfd6
CCDC54
CCDC63
MAGEBG6
C120rf37
NBPF4
KIAA1257
TPTE2P2
FLI43944
VCY
HIST1H3C
TUBA3C
LOC441601
PIWIL1
DPEP3



BTG4
OR7E156P
TKTL2
FAM71A
ALS2CR11
OR2H1
C5orfa7
POM121L8P
LOC728883
CPXCR1
ADAM29
Cliorfed
SPINLW1
VCX2
MAGEB4
ACRV1
RBMY1E
GK3P
CyLC1
SPAM1
ADAM30
ACRBP
TXNDC2
TAF7L
SEPT12
PPP3R2
C200rf141
FAM71F1
GTSF1L
LYZL1
Cl4orfa8
LOC157381
SUNS5
LOC415056
ADAM7
NT5C1B
C90rf144B
GGN
Hs.253209
Hs.710554



