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C The classification of key taxa identified by the microbial network
Treatment Key taxa Kingdom  Phylum Class Order Family
NM Botu55 Bacteria  Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
MM Botu106 Bacteria  Acidobacteria  Acidobacteria-6 iii1-15 mb2424
HM Fotu25 Fungi Ascomycota Sordariomycetes Hypocreales Hypocreales_fam_lIncertae_sedis
Botu160 Bacteria  Proteobacteria Alphaproteobacteria Rhodospirillales  Unidentified





